Detection of aquatic macroinvertebrates by environmental DNA in paddy water
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8 .city Wepre gpgcedy in the Chung- Fig. 2. Sampling point of each paddy field. All sites sampled 4 points in the
Choung Nam-do region. paddy field. eDNA samples were filtered by Sterivex filter for Fig. 3. Process of eDNA in paddy water analysis. eDNA was extracted by "eDNA extraction method" made by eDNA
concentration. Society of Japan. After extract, all eDNA samples were PCR amplificated for COI (cytochrome oxidase subunit 1)
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Fig. 4. Results of eDNA meta-barcoding analysis using eDNA existing in 6 paddy field aquatic ecosystems.
A total of 104 genes and 119,400 contigs were found in 6 sites. Of these, 42% were not identified as unanalyzed
Unidentified DNA. Order of Coleoptera had the highest contig number, but 15 species were found and 41 species
were found in the Order of Coleoptera.
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Fig. 5. Effect on change in the ratio and diversity index of rare taxa in arthropod population through eDNA metabarcoding analysis. In all sites, rare
taxa (10 contig or less) was less than 2%, and there were a minimum of 21 species and a maximum of 52 species. When these rare taxa were included, the
community diversity index (DI) more than doubled (Blue color). More macroinvertebrates species were found in sites adjacent to mountains, and dragonflies were
most found in sites.
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Fig. 6. Intersection taxon list made by eDNA and field survey. Field survey data was collected by Eco-Bank data in ConCI US|onS
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